BIOCHIMICA ET BIOPHYSICA ACTA

BB'N

S NeLes
ELSEVIER Biochimica et Biophysica Acta 1324 (1997) 102—-110

The effect of sterols on the sensitivity of membranes to the
channel-forming antifungal antibiotic, syringomycin E

Alexander M. Feigin *, LudmilaV. Schagina®, Jon Y. Takemoto ¢, John H. Teeter 29,
Joseph G. Brand 2¢¢

& Monell Chemical Senses Center, 3500 Market &., Philadelphia, PA 19104-3308, USA
® | ntitute of Cytology, Russian Academy of Sciences, S. Petersburg, Russia
¢ Utah Sate University, Logan, UT 84322-5305, USA
4 University of Pennsylvania, Philadelphia, PA 19104, USA
¢ Veterans Affairs Medical Center, Philadelphia, PA 19104, USA

Received 18 June 1996; revised 25 September 1996; accepted 30 September 1996

Abstract

The ability of three sterols of different structure to influence the interaction of syringomycin E (an antifungal antibiotic
that forms voltage dependent channels in planar lipid bilayers) with a planar lipid bilayer was evaluated. The rate of
increase of hilayer conductance induced by syringomycin E was about 1000-times less in bilayers containing 50 mol% of
cholesterol compared to bilayers without sterols. The effect of ergosterol (the primary sterol of fungal cells) on the
sensitivity of bilayers to syringomycin E was much weaker than that of cholesterol, while stigmasterol (one of the main
sterols of plant cells) did not significantly influence the ability of syringomycin E to induce a conductance increase in the
bilayer. None of the sterols atered the single channel conductance properties of syringomycin E. These observations
suggest that cholesterol affects the sensitivity of target membranes to syringomycin E by enlarging the energy barrier for
channel formation rather than participating in channel formation itself.
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1. Introduction reported that syringotoxin, a related cyclic lipodep-
sipeptide, forms anion selective, voltage-sensitive
channels in planar lipid bilayers [5,6]. Hutchison et
al. [7] reported that syringomycin E induced single
channel activity in planar lipid bilayers. We further
observed [8] that syringomycin E induces channels
that, similar to those of colicin E1 [9], are opened by
positive voltages and closed by negative voltages.
Experiments with yeast cells demonstrate that,
similar to the polyene class of antifungal drugs, the
antifungal activity of syringomycin E is dependent
* Corresponding author. Fax: +1 (215) 8982084; e-mail: fei- upon the presence of certain sterols in the plasma
gin@pobox.upenn.edu. membrane of the fungal cells [10,11]. Syringomycin

Syringomycin E and its analogues are antifungal
cyclic lipodepsipeptides produced by certain strains
of the bacterium Pseudomonas syringae pv. syringae
[1,2]. Physiologica and biochemica studies have
shown that syringomycin E (Fig. 1) acts on the fungal
plasma membrane atering several of its functions,
including H*, Ca2*, and K™ transport, protein phos-
phorylation, and H*-ATPase activity [1-4]. It was
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E-resistant mutants of Saccharomyces cerevisiae
were analyzed to determine the number and functions
of genes necessary for growth inhibition by syringo-
mycin E [10]. Among eight genetic classes of mu-
tants, five were also resistant to the polyene antibi-
otic, nystatin. Since nystatin binds to ergosterol (a
sterol found specifically in fungal plasma mem-
branes), it was speculated that the mutants had alter-
ations in ergosterol levels. Further analysis showed
that the mutants were indeed deficient in ergosterol in
comparison with the parent strain [10,12], suggesting
that sterols are required for syringomycin E action.
The possible role(s) of sterols in the interaction of
syringomycin with the target membranes remained
unclear.

While studying the mechanism of membrane activ-

Ser

OH
|

OH Ser CH,
]

103

ity of syringomycin with the planar lipid bilayer
technique, we observed that the antibiotic forms ion
channels in bilayers containing no sterols [8], a-
though a possible role for sterols as modulators of
membrane sensitivity to syringomycin remained un-
studied. Here we present the results of our studies on
the influence of sterols of different structure on the
sengitivity of planar bilayers to syringomycin E as
well as on the properties of single channels induced
by syringomycin E.

2. Materials and methods

Synthetic 1,2-dioleoyl-sn-glycero-3-phosphoserine
(DOPS) and 1,2-dioleoyl-sn-glycero-3-phosphatidyl-
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Fig. 1. Structures of syringomycin E (zwitterionic form) (from Fukuchi et a. [41]) and the sterols, cholesterol, ergosterol, and stigmasterol
employed in this report. Abbreviations: Arg, arginine; OH-Asp, 3-hydroxyaspartic acid; Dab, 2,4-diaminobutyric acid; Dhb, dehydro-2-
aminobutyric acid; CI-Thr, 4-chlorothreonine; Ser, serine; Phe, phenylalanine.
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ethanolamine (DOPE) were purchased from Avanti
Polar Lipids, Pelham, AL. The sterols, cholesterol,
ergosterol and stigmasterol, were purchased from
Sigma Chemical Co., St. Louis, MO. All electrolytes
were reagent grade. Water was doubly distilled and
deionized. Salt solutions for bilayer experiments were
100 mM NaCl buffered by 5 mM MOPS to pH 6.0.
Syringomycin E was purified to homogeneity as de-
scribed previously [13].

Virtualy solvent-free bilayers were prepared as
described by Montal and Mueller [14]. Two symmet-
rical halves of a Teflon chamber with solution vol-
umes of 1 cm® were divided by a 15-um-thick
Teflon partition containing a round aperture of about
30 wm diameter. Hexadecane in n-hexane (1:10,
v/v) was used for aperture pretreatment. ‘Virtual
ground’” was maintained at the trans side of the
bilayer. Hence positive voltages mean that the cis
side compartment is positive with respect to the trans
side. Positive currents are therefore those of cations
flowing from cis to trans. All experiments were
performed at room temperature. A detailed descrip-
tion of methods used for bilayer preparation and
single channel data analysis may be found elsewhere
[15,16].

Syringomycin E was added to the agueous phase at
one (cis) side of the bilayer from stock solutions (1
mg,/ml) in water.

2.1. Sensitivity of bilayers of varying sterol composi-
tion to syringomycin E

The common approach to estimating the sensitivity
of membranes to channel-forming agents is to mea-
sure the dependence of bilayer steady-state conduc-
tance on the concentration of the channel-former in
the bath solution. However, with syringomycin, mea-
suring the dependence of hilayer steady state conduc-
tance on the concentration [8] with a constant voltage
across the bilayer was very difficult, because a steady
state can be reached only across a narrow range of
low voltages. It was necessary, therefore, to choose
an alternative approach to measuring the sensitivity
of bilayers to syringomycin. This aternative tech-
nique makes use of the dependence of turn-on rate of
the conductance increase (instead of steady-state con-
ductance) on the applied positive voltage at a con-

stant concentration of syringomycin E (3 ug/ml) in
the cis compartment of the bath solution.

2.2. Voltage dependence of turn-on rates

The turn-on and turn-off macroscopic current ki-
netics following the application of positive and nega-
tive voltage pulses, respectively, to the bilayers doped
with one side addition of channel-former are very
similar for syringomycin E [8] and for colicin E1 [9].
Based on the logic developed by Abrams et al. [9],
we used the voltage dependence of turn-on rates to
compare the effect of a given concentration of sy-
ringomycin E in bilayers containing sterols of vary-
ing structure. We assume that gating of the syringo-
mycin E channedl is a two-state process (switching
between O (open) and C (closed) states),

kl
C=0

kg
and al channels are initidly in the closed state, i.e.,
[0l,_, = 0. Then initialy

dlo] /dt = ky[d]
or

d g/dt = ( gsinglechannel )d[O] /dt = ( gs’nglechannel ) kl[c]

where g is the syringomycin-induced conductance.
Therefore, if the total number of channels (open plus
closed) in the membrane remains constant, and all of
the channels are initially closed, dg,/dt will be linear
and proportional to k, at short times after turn-on
pulses are applied. In experiments designed to mea-
sure the voltage dependence of dg/dt, positive volt-
age pulses of sufficient amplitude were applied to
insure that subsequent linear increases in conductance
for short times represented only a small fraction of
the total possible bilayer conductance. Voltage was
aternated between positive and subsequent negative
pulses from 40 mV to 200 mV in steps of 20 mV. For
example, first +40 mV is applied. If there is no
effect, the voltage is turned off, and then +60 mV is
applied. If, now, the current grows, after 10—60 s, the
voltage is switched to —60 mV. After the conduc-
tance comes to zero, +80 mV is applied, and so on.
Prior to each successive positive pulse, the negative
one was applied to bring the conductance to zero.
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Initial turn-on rates were determined from the slope
[(dl/dt),_, of the | vs. t line at short times at the
beginning of the growth of the current, after this
process became linear (see Fig. 2C). (d1 /dt),_, was
converted to (dg/dt),_, and plotted semi-logarith-
mically as a function of voltage. The In(dg/dt),_,
vs. V was linear, and its slope was fitted using a
non-linear least-squares fitting program (Origin 4.0,
Microcal Software, MA, USA).

For each applied voltage the average value of
(d1 /dt),_, was estimated using 3-5 membranes.
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3. Resaults

3.1. The macroscopic conductance of bilayers modi-
fied with syringomycin E

We demonstrated earlier that the addition of sy-
ringomycin E to the bath solution at one side of a
bilayer induced an increase in bilayer conductance in
a voltage-dependent manner [8]. The formation of
channels in bilayers made from DOPS doped with
syringomycin E at one side (1-40 ug/ml) was
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Fig. 2. Time course of the bilayer current in field-reversal experiments in the presence of syringomycin E with the bilayers of different
sterol composition — (A) DOPE/DOPS = 1:1 (no sterols); (B) DOPE /DOPS/ ergosterol = 1:1:2 (mole); (C) DOPE /DOPS/stigmasterol
= 1:1:2; and (D) DOPE/DOPS/cholesterol = 1:1:2. The application of positive voltage (marked by the solid arrows) was followed by a
step-like change to negative voltage of the same amplitude (marked by the dotted arrows). The concentration of syringomycin E (cis side
only) in the bathing solution (100 mM NaCl, 5 mM MOPS (pH 6.0)) was 3 ug,/ml. Syringomycin E was added to bath 10-20 min
before the records were taken. An example of fitting of the slope of the linear part of the beginning of the current growth after the
application of positive voltage is shown in panel B. The dotted line is the theoretical curve.
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greatly affected by cis-positive voltage. A change of
voltage from a positive to a negative value resulted in
(1) an abrupt increase in the single channel conduc-
tance (the rate of increase was voltage-dependent),
simultaneous with (2) a closing of these channels and
an exponential decrease in macroscopic conductance
over time [8].

Examples of the time course of current across a
bilayer formed from the equimolar mixture of DOPS
and DOPE with different sterols (50 mol%) modified
by one-sided addition of syringomycin E in response
to, first, a positive voltage step, and then, a negative
one are shown in Fig. 2. It is clear from the data
depicted in Fig. 2 that addition of any of the three
sterols to the hilayer-forming lipid solution does not
gualitatively change the effect of field sign: in all
cases we observed an increase in the bilayer conduc-
tance at positive voltages and the decrease in this
conductance at negative voltages. This observation
suggests that the presence of sterols does not change
the conformation of the syringomycin channels, and
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Fig. 3. The curves of dependence of the rate of conductance
increase (dg /dt) on the applied positive voltage for bilayers of
different sterol composition (DOPE/DOPS = 1:1 with or without
50 mol% of either ergosterol, stigmasterol, cholesterol) are calcu-
lated from data similar to those presented in Fig. 2. All rates of
current increase were measured at different applied voltages at
the same concentration of syringomycin — 3 wg/ml in the bath
solution at the cis side only. Experimental points are averages
from 3-5 bilayers. The error bars represent standard deviations.
The caculated dopes of the curves are 174+ 1.4, 149+ 1.4,
159412, and 1534+ 1.6 for bilayers containing no sterols,
stigmasterol, ergosterol, and cholesterol, respectively.
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Fig. 4. Records of transmembrane current of bilayers containing a
few syringomycin E channels at negative potentials (cis side)
obtained with cholesterol containing bilayers
(DOPE/DOPS/cholesterol = 1:1:2; B, D) and bilayers without
sterols (DOPE/DOPS=1:1; A, C), a& —120 mV (A, B) and
—180 mV (C, D). The concentration of syringomycin E (cis side
only) in the bathing solution (100 mM NaCl, 5 mM MOPS (pH
6.0)) was 3 ug/ml. Channel closings and openings are repre-
sented by upward and downward deflections, respectively. Data
were filtered at 30 Hz, digitized at 1 kHz.

thus, does not ater their response to an applied
voltage.

However, the presence of cholesterol greatly de-
creases the sengitivity of bilayers to syringomycin E.
Functions describing the dependence of the rate of
conductance increase (dg/dt) to the applied positive
voltage for bilayers of different composition (the
same concentration of syringomycin E in al cases, 3
ug/ml at cis side only) are shown in Fig. 3. These
curves were calculated from studies of current kinet-
ics, similar to those presented in Fig. 2. It is clear
from the data shown in Fig. 3 that syringomycin E is
much less effective at inducing conductance increases
in bilayers containing 50 mol% of cholesterol com-
pared with those cases of bilayers containing 50
mol% of ergosterol, or stigmasterol, or in bilayers
containing no sterols. The values of the shift of the
curves of dg/dt versus voltage (relative to the bilay-
ers without sterols) are +117 mV, +39 mV and 0.4
mV for cholesterol-, ergosterol-, and stigmasterol-
containing bilayers, respectively. The addition of
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sterols had a minor effect on the slopes, averaging an
e-fold increase in the value of dg/dt for every 16
mV. The observed voltage shifts corresponded to
1150- and 10-fold differences in the values of dg/dt
at any given voltage for cholesterol- and ergosterol-
containing bilayers, respectively, compared with the
bilayers without any sterols or bilayers with stigma
sterol.

The data demonstrate that (1) the addition of sterols
to the bilayer does not change the slope of the
dependence of rate of increase of membrane conduc-
tance on applied positive voltage; (2) cholesterol
strongly diminishes the effect of syringomycin, while
the effect of ergosterol on the sensitivity of bilayer to
syringomycin is much weaker than that of chole-
sterol, and stigmasteral is ineffective.

3.2. The properties of single channels formed by
syringomycin E in planar lipid bilayers of different
sterol composition

Examples of single channel activity observed in
planar lipid bilayers formed from the mixture
DOPE/DOPS = 1:1 without sterols or from
DOPE/DOPS/cholesterol = 1:1:2 (mole) at —120
mV and —180 mV are presented in Fig. 4. There is
no difference in the unitary conductance of channels
in bilayers of different composition (including bilay-
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Fig. 5. Voltage dependence of single channel conductances ob-
tained from the records of single channel activity induced by
syringomycin E (cis side only, 3 ng/ml) in the bathing solution
(100 mM NaCl, 5 mM MOPS (pH 6.0)) with cholesterol contain-
ing bilayers (DOPE/DOPS/cholesterol = 1:1:2) and bilayers
without sterols (DOPE/DOPS= 1:1).

ers containing ergosterol or stigmasterol (data not
shown)). This is true for the range of voltages be-
tween —100 to —200 mV (Fig. 5). In al cases the
conductance grows from 26 pSat — 100 mV to 60 pS
at —200 mV (the conductance values refer to the
main conductive state), demonstrating that the pres-
ence of the 50 mol% of the sterol (either cholesteral,
ergosterol, or stigmasterol) does not ater either the
channel conductance or its dependence on the applied
voltage.

4. Discussion

4.1. The role of sterols in syringomycin activity

The sterols of plasma membranes of eucaryotic
cells often play important roles in determining the
sengitivities of these membranes to antibiotics and
toxins whose activity depends upon increasing mem-
brane permeability. For example, sterols are essentia
for the cytolytic activity of severa large bacteria
polypeptide toxins, such as pneumolysin and strep-
tolysin-O [17]. Inclusion of cholesteral in the target
membranes strongly potentiates a-toxin effects [18].
The glycoalkaloids ( a-solanine, a-chaconine and o-
tomatine [19]) and the lipopeptide antibiotic iturin A
[20] interact with sterol-containing bilayers, increas-
ing membrane permesability. Sterols are important
parts of the actual channels formed by polyene antibi-
otics [17,21,22], although membranes in the gel state
(not common in cells), even without sterols, may be
made permeable by polyene antibiotics [23,24]. Y east
mutants resistant to polyene antibiotics usually have
lesions in ergosterol biosynthesis, and these mutants
accumulate sterols other than ergosterol [25,26].

Recent experiments with yeast cells demonstrate
that, similar to the polyene class of antifungal drugs,
the antifungal activity of syringomycin E is depen-
dent upon the presence of certain sterols in the
plasma membrane of the fungal cells [10,11].

The role of membrane sterals in the interaction of
syringomycin E with membranes can be hypothesized
to be one of the following.

1. There is a direct interaction with syringomycin E
in the formation of the pore structure, i.e., sterols
are components of the channel complex.
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2. Sterols provide conditions conducive to the assem-
bly and disassembly of channels, but they are not
components of channel structure.

To clarify which of these two hypotheses is true,
we performed experiments similar to those used pre-
viously to clarify the role of lipid components in the
formation of channels induced by other agents, in-
cluding polyene antibiotics, alamethicin and magainin
2 (see below). If sterols directly participate in the
formation of syringomycin E-induced channels, it can
be expected that their presence and structure will
influence the internal structure of channels. There-
fore, channel conductance as well as sensitivity of the
bilayers to the channel-former will be affected. Such
effects have been reported in the ability of sterol
structure to influence the conductance of amphoteri-
cin B-induced channels [27], the conductance of
channels formed by the water-soluble mitochondrial
porins [28], the influence of phospholipid structure on
the ion selectivity of channels induced by the
polypeptide antibiotic, magainin 2 [29], and on sensi-
tivity of lipid bilayers to magainin 2 [30].

If sterols influence membrane sensitivity without
directly participating in the formation of syringo-
mycin E channels, it is expected that this influence
may result from the effect of sterols on the surround-
ing environment of the syringomycin E channels and
thus, on the partitioning of syringomycin E between
the membrane interior and its surface (or electrolyte
solution). This effect would likely occur without a
change in the channel properties. Such an influence
on membrane sensitivity was observed for cholesterol
on the voltage-dependent conductance induced by
alamethicin [31,32].

The results of the present study suggest that the
second hypothesis may more readily explain the ef-
fect of cholesterol on the interaction of syringomycin
E with lipid bilayers. We demonstrated that choles-
terol-containing bilayers are much less sensitive to
syringomycin E than are bilayers containing ergo-
sterol, stigmasterol or no sterols at all (Fig. 3). We
observed no difference in single channel conductivity
or in responses of bilayer current to a change of
polarity of transmembrane potential among the bilay-
ers of different sterol composition (Fig. 2 and Fig. 5).
Also, the slope of the function, dg/dt versus voltage
(Fig. 3), does not change with the modification of the
sterol composition of bilayers. This slope is directly

related to the value of the effective gating charge,
which is egual to the product of the value of electric
charge responsible for the channel voltage gating and
the distance that this charge passes after the voltage
is applied [33]. The unchanged slope, therefore, im-
plies a lack of effect on channel conformation. Taken
together, our data suggest that: (i) sterols do not
change the properties of the syringomycin E channels
in the bilayer and thus, they do not participate di-
rectly in syringomycin E channel formation; (ii) the
presence of cholesterol in the bilayer increases the
energy barrier for the syringomycin channel forma-
tion. Therefore, in cholesterol-containing bilayers,
higher voltages are necessary to induce a given level
of membrane conductance.

4.2. Why does cholesterol protect membranes better
than ergosterol and stigmasterol?

The presence of ergosterol influenced bilayer sen-
sitivity to a much lesser extent compared with chole-
sterol, while stigmasterol was inactive (Fig. 3). These
results are consistent with previous observations of
protection by exogenously added cholesterol against
syringomycin E inhibition of yeast growth [34]. Inter-
estingly, protection was afforded only at times soon
after syringomycin E addition and not at later times,
suggesting that cholesterol interferes with the initial
processes leading to cytotoxicity. Furthermore, ergo-
sterol and stigmasterol afforded some, but signifi-
cantly less, protection against cytotoxicity.

The question as to why cholesterol is the most
active sterol in protecting bilayers against syringo-
mycin E should be addressed. In general, the ability
of sterols to influence membrane sensitivity to a drug
depends on the structural features of the sterol
molecule. These features are more-or-less specific for
each drug. For example, the ability of sterols to
increase the sensitivity of planar lipid bilayers to
amphotericin B correlated with the presence of the
5,7-diene system in the sterol molecule [35—-37]. The
presence of a double bond or a methyl group in the
side chain of the sterol molecule was without effect.
The presence of the 5,7-diene system completely
blocked the ability of sterols to inactivate gramicidin
A channels in planar lipid bilayers [38]. In contrast,
the sensitivity of membranes to iturin A and glycoal-
kaloids was strongly dependent on the structure of
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the sterol side chain, but not on the presence of the
5,7-diene system in the sterol nucleus [19,39]. A
theoretical analysis revedled a qualitative difference
between cholesterol and ergosterol in the distribution
of molecular electrostatic potential around the side
chain [40].

Our results suggest that branching of the side chain
of sterol molecules and /or the presence of the double
bond at C,,—C,; decreases the ability of sterols to
protect the membrane against syringomycin E activ-
ity. The occurrence of these structural features is the
main difference between stigmasterol (with an ethyl
group a C,, and a double bond a C,,—C,;) and
ergosterol (with a methyl group at C,, and a double
bond a C,,—C,;) on the one hand, and cholesterol
(with no akyl substituents at C,,, and no double
bond a C,,—C,;) on the other. (The structures of
these three sterols are presented in Fig. 1.) The
importance of the side chain structure of the sterol is
further supported by the fact that the remaining moi-
eties of stigmasterol (with no protective activity) and
cholesterol (with high protective activity) are identi-
cal.

Acknowledgements

This study was supported in part by NIH grants
DC-00356, DC-01838, NSF grant IBN-9003398, and
a grant from the Department of Veterans Affairs.

References

[1] Zhang, L. and Takemoto, J.Y. (1986) Biochim. Biophys.
Acta. 861, 201-204.

[2] Takemoto, J.Y. (1992) in Molecular Signals in Plant-mi-
crobe Communications (Verma, D.P.S,, ed.), pp. 247-260,
CRC Press, Boca Raton.

[3] Reidl, H.H., Grover, T.A., Takemoto, J.Y. (1989) Biochim.
Biophys. Acta 1010, 325-329.

[4] Che, F.S., Kasamo, K., Fukuchi, N., Isogai, A., Suzuki, A.
(1992) Physiol. Plant. 86, 518-524.

[5] Ziegler, W., Pavlovkin, J. and Pokorny, J. (1984) Biologia
(Bratislava) 39, 693—699.

[6] Pokorny, J. and Ziegler, W. (1984) Biologia (Bratislava) 39,
701-706.

[7] Hutchinson, M.L., Tester, M.A. and Gross, D.C. (1995)
Mol. Plant-Microbe Interact. 8, 610—620.

[8] Feigin, A.M., Takemoto, J.Y., Wangspa, R., Teeter, JH.
and Brand, J.G. (1996) J. Membr. Biol. 149, 41-47.

[9] Abrams, C.K., Jakes, K.S., Finkelstein, A. and Slatin, S.L.
(1991) J. Gen. Physiol. 98, 77-93.

[10] Takemoto, JY., Yu, Y., Stock, SD. and Miyakawa, T.
(1993) FEMS Microbiol. Lett. 114, 339-342.

[11] Cliften, P.,, Wang, Y., Mochizuki, D., Miyakawa, T.,
Wangspa, R., Hughes, J. and Takemoto, J.Y. (1996) Micro-
biology 142, 477-484.

[12] Taguchi, N., Takano, Y., Juimanop, C., Wang, Y., Stock,
S., Takemoto, J. and Miyakava, T. (1994) Microbiology
140, 353—-359.

[13] Bidwai, A.P., Zhang, L., Bachmann, R.C. and Takemoto,
JY. (1987) Plant Physiol. 83, 39—-43.

[14] Montal, M. and Mueller, P. (1972) Proc. Natl. Acad. Sci.
USA. 65, 3561—3566.

[15] Bezrukov, S.M. and Vodyanoy, |. (1993) Biophys. J. 64,
16-25.

[16] Teeter, JH., Brand, J.G. and Kumazawa, T. (1990) Biophys.
J. 58, 253—259.

[17] Kruijff, B. De (1990) Biosci. Rep. 10, 127-130.

[18] Forti, S. and Menestrina, G. (1989) Eur. J. Biochem. 181,
767-773.

[19] Keukens, E.A.J., De Vrije, T., Fabrie, C.H.J.P., Demel,
R.A., Jongen, W.M. and De Kruijff, B. (1992) Biochim.
Biophys. Acta 1110, 127-136.

[20] Maget-Dana, R. and Ptak, M. (1990) Biochim. Biophys.
Acta 1023, 34—40.

[21] Norman, A.W., Demel, R.A., De Kruyff, B., Van Kessdl,
W.S.M. and Van Deenen, L.L.M. (1972) Biochim. Biophis.
Acta 290, 1-14.

[22] Langlet, J., Berges, J.,, Caillet, J. and Demaret, J.P. (1994)
Biochim. Biophys. Acta 1191, 79-93.

[23] HsuChen, C.C. and Feingold, D.S. (1973) Biochem. Bio-
phys. Res. Commun. 51, 972—-978.

[24] Bolard, J. (1986) Biochim. Biophys. Acta 64, 257—304.

[25] Bard, M. (1972) J. Bacteriol. 111, 649—657.

[26] Woods, R.A., Bard, M., Jackson, I.E. and Drutz, D.J. (1974)
J. Infect. Dis. 129, 53-58.

[27] Borisova, M.P. and Kasumov, Kh.M. (1978) Studia Bio-
phys. 71, 197-202.

[28] Popp, B., Schmid, A. and Benz, R. (1995) Biochemistry 34,
3352-3361.

[29] Cruciani, R.A., Barker, J.L., Durrel, SR., Raghunathan, G.,
Guy. H.R., Zadoff, M. and Stanley, E.F. (1992) Eur. J.
Pharmacol. 226, 287—296.

[30] Matsuzaki, K., Sugishita, K., Fujii, N. and Miygima, K.
(1995) Biochemistry 34, 3423-3429.

[31] Latorre, R. and Donovan, J.J. (1980) Acta Physiol. Scand.
Suppl. 481, 37-45.

[32] Stankowski, S., Schwarz, U.D. and Schwarz, G. (1988)
Biochim. Biophys. Acta 941, 11-18.

[33] Hille, B. (1992) Ionic Channels of Excitable Membranes,
607 pp., Sinauer Associates, Sunderland, MA.

[34] Julmanop, C., Takano, Y., Takemoto, J.Y. and Miyakava, T.
(1993) J. Gen. Microbiol. 139, 2323-2327.

[35] Feigin, A.M., Belousova, I.I. and Tereshin, I.M. (1978)
Antibiotiki 23, 1079-83.



110 AM. Feigin et al. / Biochimica et Biophysica Acta 1324 (1997) 102—-110

[36] Feigin, A.M., Belousova, I.lI., lakhimovich, R.I.,
Vasilevskaia, V.N. and Tereshin, |.M. (1979) Biofizika 24,
330-331.

[37] Feigin, A.M., Gianik, T., Pasechnik, V.., Flerov M.N.,
Bogoslovskii, N.A. (1981) Antibiotiki 26, 522-526.

[38] Schagina, L.V., Korchev, Y.E., Grinfeldt A.E., Lev A.A.
and Blasko, K. (1992) Biochim. Biophys. Acta 1109, 91-96.

[39] Latoud, C., Peypoux, F. and Michel, G. (1990) Can. J.
Microbiol. 36, 384—389.

[40] Baginski, M., Bruni, P. and Borowski, E. (1994) Theochem.
J. Mol. Struct. 117, 285-296.

[41] Fukuchi, N., Isogai, A., Nakayama, J., Takayama, S., Ya
mashita, S., Suyama, K., Takemoto, J. and Suzuki, A.
(1992) J. Chem. Soc. Perkin Trans. 1, 1149-1157.



